Isothermal titrations allow direct observation of the binding enthalpy (ΔH 0 ) and derivation of entropy and K a (association constant) from curve fitting and the free energy relationship,
The resulting thermodynamic parameters were calculated assuming a single set of equivalent binding sites and are displayed in Table S1 . For each titration, the heat released or absorbed, q, is given by:
where Δ[L B ] is the change in the bound nucleotide concentration, ΔH is the change in enthalpy and V is the volume of the reaction. The total cumulative heat released or absorbed, Q, is directly proportional to the total amount of the bound ligand: 
